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Identification and Isolation of Microorganisms from Processed Aconitum Carmichnaeli Samples during Its Processing
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[ Abstract | Objective: To reveal the beneficial microorganisms in Processed Aconitum Carmichnaeli during its pro-
cessing by traditional fermented methods. Methods: By classical microbial isolation and purification methods, the strains in
Processed Aconitum Carmichnaeli samples were isolated and purified. The preliminary taxonomy of the strains isolated was car-
ried out by investigating the morphological properties, analyzing and comparing their 16S rDNA or 18S rDNA gene sequences.
Results: 14 species of bacteria, 11 species of yeasts and 2 species of filamentous fungi were isolated and identified in Pro-
cessed Aconitum Carmichnaeli samples. The bacteria included Klebsiella spp. , Escherichia coli, Arthrobacter spp. , Bacillus
cereus, Bacillus pumilus, Lysinibacillus fusiformis, Bergeyella sp. Empedobacter brevis, Corynebacterium sp, Salinicoccus his-
panicus, Bacillus meqaterium partial, Weissella cibaria, Lactobacillus plantarum, Lactococcus lactis. The yeasts included
Corynebactertum bovis, Rhodotorula muctlaginosa, Clavispora lusitaniae, Candida tropicalis, Pichia klwyveri, Trichosporon
spp. , Galactomyces geotrichum, Geotrichum spp. , Pichia barkeri, Candida athensensis spp. , Geotrichum candidum, and
the fungi are Penicillium chrysogenum and Mucor circinelloides. Conclusion: Many species of microorganisms exist in Processed
Aconitum Carmichnaeli samples during its processing, which help to reconstruct modern fermentation technology of Processed
Aconitum Carmichnaeli.
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Y-7  Galactomyces geotrichum strain MAFHIF} 2SI 21 FLBE 25
Y-8  Geotrichum sp B BRIEHERL M 22 &
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Y-11 Geotrichum candidum MAFHLEL 8 & 1 85 15

T 44 T

3.2.3 2R ERIEESFERHIE

3.2.3. 1 WRIES AfiBiras X S LRI EAE
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FLERW . L-1, L2, L3
FERFE . Y-l, Y2, Y3, Y4
JI240%. B-1, B2, B3, B4, B5, B6, B8, B9, B-10, B-11
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