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[Abstract]  Objective: To explore the molecular mechanism of Potentillae Discoloris Herba in treating type 2
diabetes mellitus by combining network pharmacology with Gene Expression Omnibus (GEO) datasets. Methods: The
chemical constituents of Potentillae Discoloris Herba were downloaded from the Traditional Chinese Medicine Systems
Pharmacology Database and Analysis Platform (TCMSP). After component screening by SwissADME,
SwissTargetPrediction was employed to predict the targets. R software was used to download the series GSE from GEO and

extract the expression matrix. The clinical information was extracted after normalization of the raw data, and the limma
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package was used to analyze the differential genes of type 2 diabetes mellitus. Weishengxin online platform was used to
identify the common targets shared by Potentillaec Discoloris Herba and the disease, i.e., the potential targets of Potentillae
Discoloris Herba in the treatment of type 2 diabetes mellitus. The bioinformatics analysis was then performed for the
potential targets. Finally, the results were verified by molecular docking. Results: A total of 20 chemical constituents and 374
targets of Potentillae Discoloris Herba and 658 differential genes of type 2 diabetes mellitus were obtained. Seventeen
common targets shared by the herbal medicine and the disease were obtained as the potential targets. The Gene Ontology
(GO) and Kyoto Encyclopedia of Genes and Genomes (KEGG) enrichment analysis showed that the active components
(protocatechuic acid, caffeic acid, kaempferol, 3,4,5-trihydroxybenzoic acid, and rosolic acid) of Potentillae Discoloris Herba
acted on protein kinase C (PKC)-6, nuclear factor-kappa B p65 (RELA), ribosomal protein S6 kinase alpha-3 (RRPS6KA3),
signal transducer and activator of transcription 3 (STAT3), lactate dehydrogenase (LDHB), and 6-phosphofructo-2-kinase/
fructose-2,6-biphosphatase 3 (PFKFB3) to participate in the insulin resistance pathway (P<0.01), hypoxia-inducible factor-1
(HIF-1) signaling pathway (P<0.01), and adipocytokine signaling pathway (P<0.01), thus treating type 2 diabetes mellitus.
The results of molecular docking showed strong binding of PKC-60, RELA, and STAT3 with caffeic acid, of RPS6KA3 with
rosolic acid, of LDHB with 3,4, 5-trihydroxybenzoic acid, and of PFKFB3 with kaempferol. Conclusion: By combining
network pharmacology with GEO datasets, this study predicted the potential targets and possible mechanism of Potentillae

Discoloris Herba in the treatment of type 2 diabetes mellitus. The results provide a theoretical basis for further research on
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the treatment of type 2 diabetes mellitus.
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